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Highlights
* In 2020, coronavirus disease (COVID-19) dislodged tuberculosis (TB) as the top infectious disease cause of mortality globally.
* Globally, an estimated 10.0 million people developed active TB disease in 2019, with 1.4 million TB deaths.
e The World Health Organization (WHO) regions of South-East Asia, Africa, and the Western Pacific had the most cases of TB.
* Progress in achieving the United Nations (UN) General Assembly “End TB” targets remains slow.
e TB services need to be ramped up, and underlying drivers of TB need to be addressed.
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ABSTRACT. The October 2020 Global TB report reviews TB control strategies and UN targets set in the political declaration
at the September 2018 UN General Assembly high-level meeting on TB held in New York. Progress in TB care and
prevention has been very slow. In 2019, TB remained the most common cause of death from a single infectious pathogen.
Globally, an estimated 10.0 million people developed TB disease in 2019, and there were an estimated 1.2 million TB deaths
among HIV-negative people and an additional 208,000 deaths among people living with HIV. Adults accounted for 88 % and
children for 12 % of people with TB. The WHO regions of South-East Asia (44 %), Africa (25 %), and the Western Pacific
(18 %) had the most people with TB. Eight countries accounted for two thirds of the global total: India (26 %), Indonesia
(8.5 %), China (8.4 %), the Philippines (6.0 %), Pakistan (5.7 %), Nigeria (4.4 %), Bangladesh (3.6 %) and South Africa (3.6 %).
Only 30 % of the 3.5 million five-year target for children treated for TB was met. Major advances have been development
of new all oral regimens for multiple drug resistance TB and new regimens for preventive therapy. In 2020, the COVID-19
pandemic dislodged TB from the top infectious disease cause of mortality globally. Notably, global TB control efforts
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were not on track even before the advent of the COVID-19 pandemic. Many challenges remain to improve sub-optimal TB
treatment and prevention services. TB screening and diagnostic test services need to be ramped up. The major drivers of
TB remain undernutrition, poverty, diabetes, tobacco smoking, and household air pollution and these need be addressed
to achieve the WHO 2035 TB care and prevention targets. National programs need to include interventions for post-TB
holistic wellbeing. From first detection of COVID-19 global coordination and political will with huge financial investments
have led to the development of effective vaccines against SARS-CoV-2 infection. The world now needs to similarly focus
on development of new vaccines for TB utilizing new technological methods.

KEY WORDS: tuberculosis, Global TB Report 2020, treatment, prevention.
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3BiT npo Ty6epKynbo3 y cBiTi 3a 2020 pik: po3aymMu npo BcecBiTHIM Tarap
i 3ycunna ansa Moro ynepenXeHHs Ta NiKyBaHHA
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KoHdnikT iHTepeciB: BiaCyTHiN

OCHOBHi MOMEHTHU
« Y 2020 p. kopoHaBipycHa xBopoba (COVID-19) ButicHuna Ty6epkynbo3 (TB) ik 0CHOBHY iHPEKLiMHY NPUYMHY CMEPTHOCTI Y CBITI.
* Y 2019 p. npu6nusHo B 10 maH noaen 6yno sBuasneHo aktnusHy dopmy Th, a 1,4 MaH noaen noMepnu Bif, LbOro 3aXBOPHOBAHHS.
» Haiibinbwy KinbkicTb Bunaakis Tb BuasneHo B MisaeHHo-CxigHin A3ii, Appuui Ta Ha 3axigHoMy y36epexoki Tuxoro okeaHy.
e [porpec y pocarHeHHi uinei fenepanbHoi Acambnei Opranizauii O6’egHaHnx Hauin «JlikBigyBati Th» cnoBinbHMBCS.
e HeobxiaHO po3WwmnpuTM NpoTUTYBEpKYNbO3Hi 3aX0AM Ta BMIMHYTU Ha OCHOBHI MPUYMHU PO3MOBCOAXKEHHS Th.
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PE3KOME. Y 38iTi npo Bunanku Tby cBiTi (koBTeHb 2020 p.) nepernganatoTbCs CTPaTerii KOHTPOJIHO 3aXBOPIOBAHHA Ta Lifi
wono Th, BU3HAUEHI B MONITUYHINM feknapauii Ha 3acigaHHi feHepanbHoi Acambnei OOH y BepecHi 2018 p. Mporpec y npo-
dinakTunui Ta nikyBaHHi Tb ayxe nosinbHui. Y 2019 p. Tb 3anu1wuaBcs HakyacTil o NPUYMHOKO CMepTi Bif €AUHOTIO iHbeK-
LiiHoro 36yaHuka. Y BcboMy cBiTi'y 2019 p. npubanzHo B 10 MAH ntoaei 6yno BUSBNEHO Lie 3aXBOPIOBAHHSA, 1,2 MAH noaen
6e3 BlJl-iHdekuii Ta 208 Tuc. nauieHTis i3 BIJ1 nomepnu Big Tb. Cepep ntoneit i3 Tb 88 % — pnopocni, a 12 % - aitn. Han-
6inble xBopux Byno BUSBNEHO B Taknx perioHax BcecBiTHboi opraHizauii oxopoHu 3p0pos’s (BOO3), sk MiBaeHHO-CxinHa
Aszis (44 %), Adpuka (25 %) Ta 3axinHe y36epexks Tuxoro okeaHy (18 %). Ha Bicim kpaiH npunaaae ABi TpeTUHM 3aranbHoOI
KinbkocTi BunaakiB Th: IHaia (26 %), IHooHesis (8,5 %), Kutan (8,4 %), ®ininninu (6,0 %), Makuctan (5,7 %), Hirepia (4,4 %),
baHrnapew (3,6 %) Ta MiBaeHHa Adpuka (3,6 %). Tinbku 30 % i3 3,5 MAH piTeN, WO NpoXoaMnuM nikyBaHHs npotu Thb, nocsarnu
5-piyHoi wini. [oN0OBHUMYM LOCATHEHHAMM 6YNM HOBI MOBHICTIO NepopanbHi CXEMU NiKyBaHHSA MynbTUpPE3UCTEHTHOro Th
Ta HOBi cxeMu npodinakTnyHoro nikyBaHHs. Y 2020 p. naHgemis COVID-19 BuTicHuna Tb 9K OCHOBHY iHQEKLiAHY MPUUUHY
CMepTHOCTI Yy CBiTi. Cnip 3a3HauYNUTH, WO CBITOBI 3ycunng wono 6opotbbu 3 Th He Bynn HaneXHUMU HABITb A0 HACTaHHS
naHpemii COVID-19. 3anuwaetbca 6arato npobsem LWoa0 BAOCKOHANEHHS 3acobiB npodinakTukm Th Ta cxeM A9 onTMMalb-
HOro NikyBaHHS. Heo6XifAHO pO3WMPUTU 3aCTOCYBAHHA CKPUHIHTOBMUX i [iarHOCTUYHUX MeToAMK. OCHOBHMMMU YUHHMKAMMU
po3BUTKY Thb 3anuwatoTbCcs HepoinaHHs, 6igHICTb, AiabeT, NnaniHHg Ta 3abpyaHeHe NoBiTpa B OYAMHKAX, | HA HUX HEOOXiZAHO
BMAMHYTU ANg pocsarHeHHs uinei BOO3 wopo nikysaHHa Ta npodinaktukm Tb go 2035 p. HauioHanbHi nporpamu mawTb
BKJIOYATM 3ax04M ANS uinicHoro fobpobyTy nicns Thb. Bia MomeHTy nepworo BusisneHHs COVID-19 BcecBiTHs cniBnpaus
Ta NONITUYHA AoMOMOra 3 BeiMye3HMMM QiHAHCOBMMM iHBECTULIAMU CNpUSN po3pobneHHo eheKTUBHUX BAaKLMH NPOTH
iHdexuii SARS-CoV-2. HUHi HeobXifHO TaKoX 30CEpPeaUTUCS Ha PO3pOo6/IeHHI HOBUX BaKLMH NpoTh TH 3 BUKOPUCTAHHAM
HOBMX TEXHONOTIYHUX METOLIB.

KNTIOYO0BI CJZI0OBA: Ty6epkynbo3, 38iT Npo BuNaakn Tybepkynbo3y y cBiTi 32 2020 pik, nikyBaHHS, ynepemkeHHs.
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KoHdnukT nHTepecos: oTcyTCTBYET

OCHOBHble MOMEHTbI
* B 2020 r. kopoHaBupycHas 6onesHb (COVID-19) BbiTecHuna Tybepkynes (Th) Kak OCHOBHYIO NPUUYMHY CMEPTHOCTU B MUPE.
¢ B 2019 1. y npubnaunsmtensHo 10 MnH ntoaen 6oina obHapykeHa akTueHas dopma Th, a 1,4 MaH ntogen ymepam ot 3Toro 3abonesaHus.
* Hanbonbluee konmyecTso cy4vaes 6bino 3apukcrposaHo B KOxxHo-BocTouHom Asum, Appuke 1 Ha 3anagHoM nobepexbe TUXoro okeaHa.
* [porpecc B JocTuxeHMMU Lenen leHepanbHoi Accambnen Opranuzaumnm O6bveanHeHHbix Haumit (OOH) «Jlukeuamposatb Th»
3HauMTENbHO 3aMeANnnCs.
* Heo6x04MMO paclwmMpuTb NPOTUBOTYBEPKYIE3HbIE MEPDLI U MOBAUSATL HA OCHOBHbIE MPUUYMHBI pacnpocTpaHeHus Th.

PE3KOME. B otyeTe 0 cnyyasx Tb B Mupe (okTa6pb 2020 1) nepecMaTpuBatoTCs CTpaTErMn KOHTPONS 3a60N1€BaHUS U LEenn
B OTHOLWeHUn Th, koTopble Bblnn onpefeneHbl B NONMTUYECKON AeKknapauumn Ha 3acefannm leHepanbHoi Accambnen OOH
B ceHTa6pe 2018 r. Mporpecc B npodunaktmke u neyeHnn Tb oueHb MegneHHbi. B 2019 r. Tb octaBancg Hanbonee yacToi
NPUYUHOM CMEPTU OT eAMHOro MHDEKLMOHHOro Bo3byauTens. Bo Bcem mupe B 2019 . npumepHo y 10 MaH yenoBek 6b110
obHapyxeHo 3To 3aboneBanue, 1,2 MnH yenosek 6e3 BUY-undekumm n 208 Toic. nauneHtos ¢ BUY ymepnu ot Tb. Cpeaun
nopen ¢ Tb 88 % — B3pocnble, a 12 % — pnetu. bonblue Bcero 60bHbIX ObII0 BbISIBEHO B TaKMX perMoHax BceMupHow opra-
Hu3aumu 3gpaBooxpaHenus (BO3), kak KOro-BoctouHas Asusa (44 %), Abpwuka (25 %) n 3ananHoe nobepexbe Tuxoro okeaHa
(18 %). Ha BocemMb CTpaH NpuxoauTCa ABe TpeTu obuiero konmnyecTsa cnyyaes Tb: Unaus (26 %), MHpoHesus (8,5 %),
Kutaii (8,4 %), ®uaunnuusl (6,0 %), Makuctan (5,7 %), Hurepus (4,4 %), banrnagew (3,6 %) u HOxHas Adpuka (3,6 %).
Tonbko 30 % u3 3,5 MAH geten, NpoOXoaMBLUMX NedeHne NnpoTue Tb, pocTurnm 5-netHewn uenu. MaBHbIMKU LOCTUXKEHUSIMMU
6blIM HOBbIE MOJIHOCTbLIO NEepopasbHble CXeMbl EYEHUS MYNbTUPE3UCTEHTHOro Th 1 HoBble cXeMbl NpodUNaKTUYECKOro
nevenuns. B 2020 r. nanaemuna COVID-19 BbitecHuna Tb kak 0OCHOBHYH MHDEKLMOHHYO NPUYMHY CMePTHOCTU B Mupe. Cneayet
OTMETUTb, YTO MMUPOBbIE ycunus no 6opbbe ¢ Tybepkyne3oM He Bbinn LOMKHbIMU faxe A0 HacTynneHus naHaemum COVID-19.
OcTaeTca MHoro npobneM No yCcoBepLIEHCTBOBAHUIO CPeACTB NPOd@UNakTUKn Th 1 cxeM Ang onTMManbHoOro nevyenus. He-
06X0AMMO pacWMpUTb NMPUMEHEHUE CKPUHUHIOBbLIX M AMArHOCTUYECKUX MeToAMK. OCHOBHbIMKM dakTopaMu pa3sutusa Tb
oCTaloTCs HepoenaHune, 6eaHOCTb, AnabeT, KypeHue v 3arps3HeHHbIM BO34YX B JOMaXx, U HAa HUX HE0OX0AMMO NOBAUATL ANS
noctmxkeHue uenei BO3 no nevenunto u npodumnaktnke Tb k 2035 . HauMoHanbHble NpOrpamMMmbl LOJIXKHbI BKIOYATb MepPbI
ANs co34aHua uenoctHoro 6narononyuuns nocne Tb. C MomeHTa nepBoro o6HapyxeHus COVID-19 BcemupHoe coTpyaHuye-
CTBO M NMOAUTMYECKAs NMOMOLLb C OTPOMHbIMU GUHAHCOBBIMU MHBECTULMAMM NMPUBENYU K pa3paboTke 3hdeKTUBHbIX BaKLUH
npotme uHdekunn SARS-CoV-2. Cetuac HeOBXOAMMO TaKXKe COCpeaoTOUUTLCSA Ha pa3paboTke HOBbIX BaKLMH NpoTmB Th
C UCMOMb30BaHNEM HOBbIX TEXHONOrMYECKUX METOL,0B.

KJ/TIOYEBDIE CJZI0BA: Ty6epkynes, otyeT 0 cnyvasx Tybepkynesa B Mupe 3a 2020 rop, neyeHue, npenynpexneHue.

Introduction assessments of how the unprecedented coronavirus disease

Every year since 1997, the World Health Organization
(WHO) has published a Global Tuberculosis (TB) report, which
provides an up-to-date assessment of the Global TB situation,
and summarizes progress and efforts in prevention, diagnosis,
and treatment of the disease, at country, regional and global
levels. The 2020 Global TB report was released on 14 October
2020 and was compiled in the context of global TB control
strategies and United Nations (UN) targets set in the political
declaration at the September 2018 UN General Assembly
high-level meeting on TB held in New York. The data ac-
counted for over 99 % of the world’s population and reported
data from 198 countries. The 2020 Global TB Report has two
additional features of note: it complements and elaborates
on the UN Secretary-General’s 2020 progress report on TB,
which was requested in the political declaration at the high-
level meeting on TB. The report also includes preliminary
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(COVID-19) pandemic may affect TB health services, treatment
and prevention efforts. However, it is important to note that
global TB control efforts were not on track even before the
advent of the COVID-19 pandemic, and the numerical gap
between the estimated number of people with TB globally
and the numbers reported to public health authorities remains
wide. If all the missing people with TB, including those from
the private sector, could be identified, the shortfall in reaching
all the targets might be greater; thus, the failure to reach the
targets cannot be assumed to be because of the gap between
reported and estimated numbers of people with TB.

In 2019, TB remained the most common cause of death
from a single infectious pathogen. Globally, an estimated
10.0 million people developed TB disease in 2019, and there
were an estimated 1.2 million TB deaths among HIV-nega-
tive people and an additional 208,000 deaths among people
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living with HIV. Adults accounted for 88 % and children, aged
<15 years, for 12 % of all people with TB. Most people who
developed TB in 2019 were in the WHO regions of South-East
Asia (44 %), Africa (25 %), and the Western Pacific (18 %), with
smaller percentages in the Eastern Mediterranean (8.2 %),
the Americas (2.9 %) and Europe (2.5 %). Eight countries ac-
counted for two thirds of the global total: India (26 %), Indo-
nesia (8.5 %), China (8.4 %), the Philippines (6.0 %), Pakistan
(5.7 %), Nigeria (4.4 %), Bangladesh (3.6 %) and South Africa
(3.6 %).

While progress is being made, it has been very slow, and
it is anticipated that the world will not end TB as a global
public health threat by 2035 as envisioned in the End TB
Strategy. For example, while the target was to reduce TB
incidence by 20 % between 2015 and 2020, the 2020 global
TB report indicates that there was a reduction of only 9 % in
TB incidence in this period, with an annual reduction of only
about 2 %. Similarly, mortality reduction targets, set at 35 %,
were not reached, with only a 14 % change in death rates
achieved between 2015 and 2020. The major constraints are
related to inadequacies in the identification of people-in-
cluding children-with TB, for all TB and drug resistant TB in
particular, prevention of TB and financing of the TB response
including of essential TB research. In this paper we highlight
the status of TB care and prevention as presented in the 2020
WHO Global TB report, outline the persisting constraints,
summarize the efforts that are being made to address these
constraints and offer suggestions on how these efforts can
be ramped up.

The gap in finding people with TB

Of the 10 million people estimated to have developed TB
in 2019, 7.1 million (71 %) were identified and reported to na-
tional TB programs around the world, leaving a gap of 2.9 mil-
lion people (29 %). These missing people with TB include
those who were diagnosed with TB, but were not reported to
public health authorities (including those not reported from
the private sector), and those who were not diagnosed and
therefore not treated. This pool also includes patients with
drug-susceptible or drug-resistant TB, using current defini-
tions. However, a greater proportion of people with drug re-
sistant TB are missing: of the estimated 500,000 people with
rifampicin resistant / multidrug-resistant TB (RR/MDR-TB),
only 206,030 (41 %) were identified, as a result of inadequate
testing for drug susceptibility especially among new people
with TB. In 2019, only 57 % of people identified to have pul-
monary TB were bacteriologically confirmed, and of those who
were bacteriologically confirmed, only 61 % were tested for
RR/MDR-TB, comprising 59 % of people not previously treated
for TB and 81 % of those who had previously been treated
for the disease. Whilst 206,030 people with MDR/RR-TB were
detected and notified in 2019 (a 10 % increase from 186,883
in 2018), only 177,099 people were enrolled in treatment,
comprising only 38 % of the estimated number of people who
developed RR/MDR-TB in 2019.

Another important sub-group of the missing people with
TB are children under 15 years of age. Tuberculosis diagnosis
and treatment gaps are wider among children than adults.

There needs to be a sustained, concerted effort and uni-
versal focus on identifying and treating missing people with
TB. WHO reports that a 50 % drop in the number of people
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with TB detected could result in up to 400,000 additional TB
deaths in a year. Governments of high TB endemic countries
need to ensure there are rapid TB diagnostic services available
in every health facility, so all people with TB can be reached.
With COVID-19 causing disruption of health services, many
countries have been reported to be using GeneXpert ma-
chines for COVID-19 testing, and others have reassigned TB
programme staff to COVID-19, causing further shortages of
the already meagre TB diagnostic and treatment resources.
Innovative plans are needed to maintain TB diagnostic ser-
vices in the wake of the COVID-19 pandemic [36]. Innovations
to adapt TB diagnostic platforms to screen for both TB and
COVID-19, rolling out additional machines, and investing in
development of low-cost rapid diagnostic tests for both infec-
tions are important and urgently needed.

The methods used by the WHO to estimate the global
burden of TB includes the use of data from national preva-
lence surveys; notification data adjusted by a standard factor
to account for under-reporting, over- and under diagnosis;
inventory studies that measure under-reporting; and expert
opinion on TB detection gaps. Prevalence surveys, more com-
monly than not, have shown that country estimates of preva-
lence have been lower than what was observed, consequently,
the incidence estimates upon which the global estimates
are based may be lower than what actually exists. While the
methods used to estimate the burden of TB are continuously
being improved, imperfections remain which may explain the
relatively wide uncertainty intervals especially with country
level estimates. Differences in methodological approaches for
the estimation of the burden of TB have in the past led to sig-
nificant differences in the estimates of the global burden of TB
provided by the WHO and the Institute for Health Metrics and
Evaluation that undertakes the Global Burden of Disease proj-
ect [14]. These methodological challenges in the estimates of
the global burden of TB may have significant consequences
at the programmatic level in countries. National TB programs
may set unrealistically high targets or appear to be setting
unambitious targets if national targets are based on trends
of TB notifications as has been proposed by some experts
[31]. We urge the global TB community under the leadership
of the WHO Global Task Force on TB Impact measurement
[35] to continue to address this challenge and to harmonize
approaches for the estimation of the burden of TB so that
disease burden estimates become more robust with a more
precise estimate of the size of the TB incidence-detection gap.
It is also equally important to develop robust approaches and
tools for the estimation of the burden of TB at sub-national
level where efforts to identify people with TB are focused as
has been proposed by some countries e. g., Indonesia [24].

Several interventions, many of which have been imple-
mented to a variable degree in various settings are in place to
narrow the TB incidence-detection gap and excellent reviews
have been published on this subject [25]. Some of the major
steps that need to be taken to address the challenge of miss-
ing people with TB at the national and sub-national level in
countries include the identification of TB at risk populations to
be targeted to actively find people with TB, the use of highly
sensitive methods for TB screening and specific TB diagnostic
tests (e. g. Xpert MTB/RIF), linkage to care and treatment of
all people identified to have active TB, measures to ensure
retention in care and adherence to treatment, engagement
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with communities, development of strong partnerships with
the non-state health sector and ensuring that TB is an inte-
gral component of evolving universal health care programs.
Cascade analysis at all levels of the national TB program is
an effective way of identifying bottlenecks in the pathway to
care, treatment and cure of TB [28]. The misalignment of TB
services with the places where people seek health care may
be a significant impediment to detection of people with TB.
Alignment of health services would be useful, not only for
TB but for more efficient provision of health care services
in general. Ensuring that a large proportion of the targeted
population is reached with TB screening and diagnostic test
services that is sustained over time has been documented
to reduce the incidence of TB in diverse settings [9, 18, 20].
Such approaches need to be adopted and scaled up in each
country to ramp up TB detection efforts and to narrow the TB
incidence-notification gap.

The challenge of sub-optimal TB treatment outcomes

The 2020 WHO global TB report contains data on the
treatment outcomes of people treated for drug susceptible TB
in 2018 and those initiated on treatment for drug resistant TB
in 2017. Globally 85 %, 76 % and 57 % of people with new and
relapse TB, HIV-associated TB and RR/MDR-TB, respectively,
were treated successfully. These figures represent a sub-op-
timal performance. The poor treatment outcomes are driven
mainly by lack of evaluation, poor linkage to treatment, death
and high loss to follow-up. The underlying causes of poor
treatment outcomes include un-identified or additional drug
resistance [7], inadequate support provided to people with TB
to ensure high level of adherence, weak recording and report-
ing systems and inadequate prevention and management of
advanced HIV disease including the provision of anti-retroviral
treatment. For children specifically, challenges include un-
der-identification, inadequate recording and reporting, poor
drug formulation options, poor caregiver availability/capacity
for treatment, and persistent issues with stock out of the few
drug options appropriate for this population. By 2019, only
30 % of the 3.5 million five-year target for children treated
for TB had been achieved, including only 8 % of the 115,000
target for treatment of children with RR/MDR-TB. Lapses
in data collection and proper and consistent disaggregation
continue to negatively affect identification and treatment as
well as programming and resource-allocation for children
under 15 years and adolescents 10-19 years of age.

Based on observational studies in Bangladesh and sub-
Saharan Africa [6, 32], which were confirmed by results of the
standardised treatment regimen of anti-TB drugs for people
with MDR-TB (STREAM) Stage 1 trial, WHO now recommends
that the shorter 9-month MDR-TB regimens be preferred as it
achieves treatment success in roughly 80 % of participants [23].
Furthermore, second-line injectable drugs, if possible, should be
replaced by a fully oral, bedaquiline (BDQ)-containing regimen,
one of the new (along with delamanid and pretomanid) po-
tent MDR-TB drugs that are now being increasingly prescribed
globally. Such regimens should be urgently scaled-up to im-
prove outcomes, minimize side effects and improve adherence
along with point-of-care molecular drug susceptibility testing
of second line MDR-TB drugs [5, 10, 11, 15].

Furthermore, attempts have been made in the recent past to
reduce the duration of treatment in drug susceptible TB focused
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on the use of fluoroquinolones, however, the large clinical trials
that were undertaken for this purpose failed to demonstrate
efficacy for relapse free cure [16]. The 2020 Global TB report
includes a comprehensive description of new medicines and
regimens that are at various stages of clinical development and
the reader is urged to consult this document. It is anticipated
that medicines that are currently reserved for the treatment of
drug-resistant TB will soon be available for the treatment of all
TB including TB that is caused by pathogens currently considered
to be drug-susceptible and which have the potential to signifi-
cantly shorten treatment. This is exciting and we urge that efforts
to develop new medicines and treatment regimens be ramped
up in line with the ambition that came out of the first ever UN
high-level meeting on TB. This will require additional funding
and more robust partnerships between research funders and
research groups. It is particularly important that the global south
where TB is endemic be deeply engaged in all the processes re-
quired for the development of new medicines and regimens for
TB. Nations need to live up to the commitments that they have
made, such as the pledge by the nations in the African Union
made in 2006 to commit at least 1 % of their Gross Domestic
Product to research and development [1].

To ensure that TB treatment is taken as prescribed, directly
observed of treatment (DOT), has been a pillar of TB care and
prevention although its efficacy compared with self-admin-
istered treatment has been questioned [33]. However, direct
observation of TB treatment ingestion may be disempowering
to the person being treated in addition to imposing demands
on that person and the health care system that can be difficult
to cope with. An approach that is based on providing compre-
hensive and individualized support to people being treated
for TB is more likely to be acceptable to people with TB and
their families and has been associated with better treatment
completion rates [2]. Furthermore, in the current digital world,
new ways of supporting people on treatment, including in-
teractive two-way mobile phone text message reminders
and video assisted DOT have also been associated with good
levels of treatment adherence while providing psychological
support through remote counselling [21].

Addressing sub-optimal TB prevention

Recent estimates of the global burden of latently infected
persons with Mycobacterium tuberculosis suggests that 23 %
(95 % uncertainty interval 20.4-26.4 %) of the global popu-
lation or about 1.7 billion people harbor this infection. This
large pool of latently infected persons is the seedbed of future
TB. It has been estimated that by 2030 and 2050, this pool
of latently infected persons will generate 16.3 and 8.3 peo-
ple with active TB per 100,000 population respectively [17].
However, with current and hopefully future diagnostic and
treatment tools most if not all these episodes of TB can be
prevented. A major challenge for TB prevention currently is
that there are no easily deployable tools that can identify the
subset of latently infected persons who are likely to progress
to active TB. While some bio-signatures offer this potential
[29] none has been developed to a state that can be used to
support programs intended to deliver targeted TB preventive
therapy. We urge that this area of research also receives due
attention, especially funding, to help refine the targeting of
TB preventive therapy as programmatic management of TB
preventive therapy is advanced.

3-2021 | 45



1 3APYBIXXHUW A0CBIA

It is noteworthy that progress is being made in the provi-
sion of TB preventive therapy even though by 2019, the world
was far off target. The small successes that are being made,
however, need to be celebrated. For example, in 2019, TB pre-
ventive therapy was provided to 4.1 million people, which was
nearly double the number that received this treatment in 2018.
For HIV-infected individuals, 85 % of those eligible to receive
TB preventive therapy received this intervention, which is com-
mendable. While provision of TB preventive therapy to house-
hold contacts of people with active TB remained low, it seems
TB programs across the world have begun to push forward with
this intervention as evidenced by the increase in the number
of household contacts who were provided with TB preventive
therapy in 2019 (538,396) compared to 2018 (423,607).

The development of new regimens that are shorter and
equally effective such as a weekly dose of rifapentine and
isoniazid for 3 months (3HP), a daily dose of rifampicin plus
isoniazid for 3 months (3HR), a daily dose of rifapentine plus
isoniazid for 1 month (1HP), a daily dose of rifampicin for
4 months (4R) [27, 30, 34] appeared to have helped to advance
implementation of TB preventive therapy at the country level.
We believe that combination therapies such as 3HP, 3HR
and 1HP have been a truly major advance in that they may
have allayed the fears held by some TB program managers
and opinion leaders at the national level, that TB preventive
therapy, using isoniazid preventive therapy could promote the
development of resistance paving the way for acceleration of
TB preventive therapy. Our view is that this moment should
be seized to ensure TB preventive therapy services are rapidly
scaled-up. By doing this TB preventive therapy, will contribute
to the global desire to accelerate declines in TB incidence.

Preventing future TB must not just be focused on finding
and treating people with TB but should also include efforts to
address social and other determinants of the disease. While
efforts are being made to actively find people with TB and
to provide TB preventive therapy, governments must ensure
that the expansion of economies continues in this COVID-19
era [34] and percolate to all segments of the populations in
every nation. The major drivers of TB — undernutrition, pov-
erty, diabetes, tobacco smoking, and household air pollution
[12,19,22,25] must be addressed if the world is to expect to
end TB as a public health threat by 2035. Moreover, since the
year 2000, WHO has projected that 54 million people have
survived tuberculosis (including a large proportion of children
and adolescents) [3], however, these people are more likely
to develop residual lung damage and recurrent TB [3, 4] and
are at increased risk for all cause-mortality (standardized
mortality ratios: 2.91 (95 % Cl 2.21-3.84) [26] compared
with the general population or matched controls. We urge
national TB programs to incorporate post-TB health and
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wellbeing interventions in the package of services provided
to people with TB [8] and encourage the research community
to undertake research intended to unravel the biomedical
and social determinants impacting TB survivals’ long-term
prognosis [26].

It has been over 2 years since global leaders signed the
UN General Assembly high-level meeting on TB declaration.
It is disappointing and disheartening that we are not on track
to reach the testing and treatment goals. While global political
and public health systems have been severely shaken by the
COVID-19 pandemic, which undoubtedly has dislodged TB from
the number one slot in the year 2020 the expectation is that with
the rollout of COVID-19 vaccines and public health measures,
COVID-19 may be brought under control [13]. The long-term
socio-economic effects of the COVID-19 pandemic will further
drive poverty, malnutrition and poor living conditions, which are
risk factors associated with TB prevalence. Thus, TB will likely
quickly re-occupy the number one spot as the most common
infectious cause of mortality worldwide. From first detection of
COVID-19 as a new human pathogen, global coordination and po-
litical will with huge financial investments have led to the devel-
opment of effective vaccines against SARS-CoV-2 infection within
11 months. The world now needs to similarly focus on develop-
ment of new vaccines for TB utilizing new technological methods.

We urge the WHO, other UN agencies and partners to
develop mechanisms that strongly push countries to ensure
TB multi-sectoral accountability frameworks are not just de-
veloped but are pursued with vigour. Holistic programs for
human development need to be developed and leaders made
to account for their implementation. Global health inequities
driving TB epidemiology, including the environment and cli-
mate control, gender, age, socio-economic status, and wealth
as well as resource distribution, should also be addressed
by multiple approaches and sectors. It is not yet too late to
do this and on the World TB Day 2021, we expect that every
leader and person of influence will get the message that it is
time to reduce inequities as we work towards a TB free world.
While there is a continued need to develop new prevention
and treatment tools for TB, we strongly believe that the effec-
tive and efficient application of current tools can significantly
dent the burden of TB and advance the push to end TB as a
global public health threat. The time to do this is now.

The world’s TB control programs were already failing to
meet the ambitious goals during the past 2-3 years, largely
because of systemic weaknesses. The COVID-19 pandemic and
its rapid global spread, highlights the intrinsic weaknesses
of health care systems. The ultimate generic issue for all
communicable diseases of public health importance is that
of creating a systemically strong healthcare base upon which
to build disease-specific programs such as for TB.
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